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Dilution buffer O : 10mM Tris-HCI, 200mM KCI, 1mM DTT, 20%Glycerol(PH7.5)

Dilution buffer @ : 10mM Tris-HCIl, 200mM KCI, 1mM DTT, 80%Glycerol(PH7.5)

10x in vitro buffer : 1,000 mM NaCl, 500 mM Tris-HCI(PH 7.9), 100 mM MgCI2, 10 mM DTT

CHEEDE M. BEZTRT7RLVAETIEESEEZLY,
MASHT7AYYY T/ LREY—EREY
E-Mail:dnacraft@fasmac.co.jp

XER M ERICRRTEL . BRI BRRARELL TRERLEVWTT L,
MR ABEEAVTEEL THUET FERICHIITERETE,
HUFTLOEBRIERERIATELDTRIEVEL A,

%5 HBHEDSVPAGERROFIAEHEHL THIET,

%6 R INERILBELIIC LS TEDNE T X —ILE I HBEETIHEHRZEN,

%7 B Lo THIARINEIN B R ICE B ENBIET,

X8 ZTEBTH->TOTFHETERN EHLIHE ICISHEH IS TENEF VNS TVEELZEPBNET, ZORICHBRARE BV LEEEE A,
%9 PEBIIBUTT > TL—IDNADIRAE BEELELET



-

) =R

In vitro digestion assay
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Aida, Tomomi et al. “Cloning-Free CRISPR/

Cas System Facilitates Functional Cassette Knock-in in Mice.”
Genome Biology 16.1 (2015): 87.
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